: Zero-charge mass spectrum indicating the mass differences between protonated molecular ions and adduct ions containing Na, K and Fe. The spectrum in Figure 2b was used for this and deconvoluted by UniDec with 0.5 Da sampling. Reported differences are rounded to one decimal place.
Figure S4:
Arrival time distribution (ATD) for [M+8H] 8+ ions of HEWL from a 'native-like' liquid sample. The absence of the peak at approx. 4.5 ms for trap collision voltages greater than 20 V is indicative of the folded conformation unfolding into the conformation detected at approx. 6.2 ms. TW CCSN2 is indicated for each peak. Figure S5 : ATD for [M+7H] 7+ ions of HEWL from a 'native-like' liquid sample. The peak at approx. 6.7 ms is indicative of unfolding of the folded conformation with increasing trap collision voltage. TW CCSN2 is indicated for each peak. 
